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BovineSNP50 Assay
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62,042 SNPs



Genome Sequenced…
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• 678 individuals from 61 Pecoran species
– 48 breeds of cattle

• 40,843 SNPs… 39,695 parsimony informative 
characters



Populations
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Breed Code Breed/Population N
AN Angus 6,448
HFD Hereford 1,521
LM Limousin 2,604
CHA Charolais 796
SIM Simmental 824
TXLH Texas longhorn 45
SH Shorthorn 108
HO Holstein 18,904
AYR Finnish Ayrshire 516
JER Jersey 93
BB Arrowhead Ranch 169
CSP Custer State Park 60
EINP Elk Island National Park 106
HL Hook Lake Wood Bison 11
WBNP Wood Buffalo National Park 12
FNBB Fort Niobara 27
SHBB Sully's Hill 40
WCNP Wind Cave National Park 44
YNP Yellowstone National Park Bison 20
JACK Jackson Bison 20
GAUR Gaur 47
YAK Yak 17
Bjav Banteng 4
Bbub Water buffalo 12
Scaf Cape buffalo 8
Scan Congo buffalo 3
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DAVID POS/NEG p<0.01
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DAVID Hybrid/Non-hybrid
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Summary
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Pop Non introgressed Introgressed
Percent 

Introgression Avg Block Size
Avg Num 

Blocks
Avg Percent Cow 

DNA

CSPC 0 21 100.0% 4,324,735 5.33 0.43%

JACK 0 7 100.0% 4,024,869 3.86 0.25%

CSPH 1 38 97.4% 5,892,443 5.89 0.58%

ABR 12 144 92.3% 4,322,273 5.03 0.42%

SHBB 4 35 89.7% 4,466,352 2.91 0.25%

FNBB 2 9 81.8% 4,258,448 4.78 0.37%

WCNP 28 74 72.5% 4,412,274 2.53 0.19%

WBNP 10 1 9.1% 2,338,716 1.00 0.04%

EINP 74 3 3.9% 3,115,064 1.33 0.06%

HL 5 0 0.0% 0 0 0

YNP 19 0 0.0% 0 0 0



There is hope…
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sample_id reg
Num 
SNPs

Num 
Blocks

AVG 
Block 
Size 
(bp) 

Total 
Introgressed 

Bp parent1 parent2

Sire 
Num 
SNPs

Sire 
Num 

Blocks
Sire Percent 

Introgression 

Dam 
Num 
SNPs

Dam 
Num 

Blocks
Dam Percent 
Introgression 

400200870 8027 0 400024060 400200790 191 4 0.63% 214 8 0.72%

400202380 8231 0 400200830 400200750 9 1 0.02% 113 4 0.36%

400202390 8232 0 400200830 400200770 9 1 0.02% 192 6 0.65%

400202200 8213 0 400201280 400200700 70 3 0.23% 113 2 0.28%

400201550 8139 0 400201280 400201070 70 3 0.23% 125 6 0.35%



CYTB V98A
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N Species Location Age
1 Pre-taurus Yenisei, South Russia 12300 +/-40 yrs BP
1 Bison priscus Alyoshkina Zaimka, Siberia, Russia 20k yrs BP
2 Bison priscus Yukon, Canada 20k yrs BP
2 Bis. Bonasus France few hundred yrs BP
1 Bovid species X Mezmaiskaya, North caucasus, Russia >59400 yrs BP
1 Bovid species X Rasik 1, Urals, Russia 12565 +/-55 yrs BP
1 Pre-taurus Harbin, Northeast China 8260 +/-25 yrs BP
1 Pre-taurus Yenisei, South Russia 12300 +/-40 yrs BP
1 Bubalus Bubalis Yunnan, China 9k yrs BP

CSP
CYTB V98A

46 V, 36 A (44%)



Questions?
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